SUNY Upstate Medical University

Proteomics Core Research Facility
SERVICES and PRICING

Molecular Mass Determination
- Peptides
- Proteins

Protein Identification by Tandem Mass Spectrometry —-LC/MS/MS
- Tryptic digestion of protein samples
in gel slices
in solution
-LC/MS/MS analysis —acquisition of raw MS data followed by database search for
protein identification

Mapping of Specified Post Translational Modifications (PTMs)
-Tryptic digestion of protein samples
in gel slices
in solution
-LC/MS/MS analysis —acquisition of raw MS data followed by database search for
protein identification and mapping of specified PTMs
(e.g. phosphorylation, methylation, etc.)

Protein Profiling
-CICAT (Cleavable Isotope Coded Affinity Tags) analysis
clICAT labeling kit (Applied Biosystems), the manufacturer’s protocol

-iITRAQ (Isobaric Tag for Relative and Absolute Quantification) analysis
ITRAQ labeling kit (Applied Biosystems), the manufacturer’s protocol

-2-D DIGE (2-D Fluorescence Difference Gel Electrophoresis) analysis
Minimal labeling kit (GE Healthcare), the manufacturer’s protocol, 24 cm gels



PRICING

Application Fees, $$
Upstate Others
Non-profit
1. Consulting 50.00 per hour 60.00 per hour

2. Molecular Weight Determination

Peptide or protein samples
Syringe infusion

50.00 per sample

60.00 per sample

3. Protein Identification

LC/MS/MS analysis of digested samples

180.00 per run

220.00 per run

Trypsin digestion of proteins in solution
+

LC/MS/MS analysis

100.00 (set-up)
+

200.00 per sample

120.00 (set-up)
+

245.00 per sample

In-gel trypsin digestion of protein bands
+

LC/MS/MS analysis

150.00 (set-up)
+

200.00 per band

175.00 (set-up)
+

245.00 per band

4. Mapping of Specified PTMs

LC/MS/MS analysis of digested samples
for protein identification and mapping of
specified PTMs

180.00 per run
+

20.00 per PTM

220.00 per run
+

25.00 per PTM

Trypsin digestion of proteins in solution
+
LC/MS/MS analysis for
protein identification and mapping of
specified PTMs

100.00 (set-up)
+

200.00 per sample
+

20.00 per PTM

120.00 (set-up)
+

245.00 per sample
+

25.00 per PTM

In-gel trypsin digestion of protein bands
+
LC/MS/MS analysis for
protein identification and mapping of
specified PTMs

150.00 (set up)
+

200.00 per sample
+

20.00 per PTM

175.00 (set up)
+

245.00 per sample
+

25.00 per PTM




5. cICAT Protein Profiling

LC/MS/MS differential protein expression
analysis of cICAT labeled samples

200.00 per run

250.00 per run

cICAT labeling of 2 protein samples
+
LC/MS/MS differential protein expression
analysis of cICAT labeled samples

350.00 per run

400.00 per run

6. ITRAQ Protein Profiling

LC/MS/MS differential protein expression
analysis of iTRAQ labeled samples

200.00 per run

300.00 per run

ITRAQ labeling of protein samples
+
LC/MS/MS differential protein expression
analysis of iTRAQ labeled samples

2-plex (2 samples)

500.00 per run

600.00 per run

3-plex (3 samples)

675.00 per run

800.00 per run

4-plex (4 samples)

850.00 per run

1000.00 per run

7. Protein Profiling by 2-D DIGE

Cy3/Cys5 labeling of two samples per
2-D gel
(including minimal labeling, 2-D
electrophoresis, gel imaging, protein ratios
in 2-D spots)

600.00 per gel

700.00 per gel

Cy2/Cy3/Cys5 labeling of three samples per
2-D gel
(including minimal labeling, 2-D
electrophoresis, gel imaging, protein ratios
in 2-D spots)

650.00 per gel

750.00 per gel

Comparative analysis of multiple 2-D gel
images with the same reference
(Cy2/Cy3/Cys5 labeling)

200.00 per gel

200.00 per gel

2-D gel electrophoresis for spot picking
(including Sypro Ruby staining, gel
image, image match to master image

and gel spot pick list)

450.00 per gel

550.00 per gel

Spot picking

5.00 per spot

10.00 per spot

In-gel trypsin digestion of protein spots

150.00 (set-up)
+

20.00 per spot

175.00 (set-up)
+

25.00 per spot

LC/MS/MS analysis for
protein identification in gel spots

180.00 per run

220.00 per run
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